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Official launch of Seminar Usul Melayu 2014 (The Origin of the Malays Seminar 2014) by
Prof. Dato' Muhammad Jantan, Deputy Vice-Chancellor (Research & Innovation) USM
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The Origin of the Malays Seminar 2014; From The
Science Perspective, History And Archaeology
The one and a half day seminar was organised by School of Medical Sciences. The seminar was
aimed at engaging participants in intellectual discourse on the findings in research related to the anthropology, archaeology, language and history of the ethnic Malay groups in Peninsula Malaysia
which could lead to The discourse uncovering the unique Malay ethnicity as well as providing new
information and knowledge on the new findings by the participants.
The Objectives of the seminar were:
I.
Sharing of information as a result of the research findings in the Malay ethnic in Peninsula Malaysia.
II. Sharing and exchanging of opinions with local historians about the Malay ethnic.
III. Giving information and knowledge regarding the origin and history of the Malays especially Kelantan Malays.
IV. Prepare a proceeding related to the research paper presented in this seminar for public use.
This seminar was attended by 237 participants from all over Malaysia. The participants comprised
lecturers, government servants, post graduate students and secondary school students.
The seminar was launched by Prof Dato’ Muhammad Jantan, Vice Chancellor (Research and Innovation), University Sains Malaysia. Among the dignitaries present were Y.B Dato’ Haji Ismail bin Samah, Timbalan Setiausaha Kerajaan Negeri Kelantan (Pengurusan), Y.B Dato’ Haji Hassan bin Mohamood, Timbalan Pengerusi Jawatankuasa Kebudayaan Pelancongan Dan Warisan Negeri Kelantan, Profesor Dr Ahmad Sukari Halim, Dekan Pusat Pengajian Sains Perubatan, Profesor Dr Ahmad
Zakaria, Dekan Pusat Pengajian Sains Kesihatan, Profesor Madya Dr Adam Hussein, Dekan Pusat
Pengajian Sains Pergigian.
| See page 6
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Writers, Invited!
For the coming issue, we are going to invite the public
from various fields and specialties in order to share with
us, their experience in dealing with the issues of genetic
diseases. Writers may contribute their writing with these
following criteria:








Font 12, Time New Roman
Double-spacing
Identity card number (or passport)
Length (350 words, and it may be edited for our
use)
The committee has the right to share your writing
for further issues.
To suit the needs of the publication, and your writing won’t be returned
Emailed on the second week of the month to
myhvp@usm.my

The year 2014 was a successful one for MyHVP. Many public engagement activities,
seminars, events and programmes were organized. One of the major events that took
place in 2014 was the seminar on the “Origin of the Malays; From the Science Perspective, History and Archaeology” which was held on 11-12 August 2014 at University Sains Malaysia (Health Campus). This seminar attracted 237 delegates including renowned experts on the Malay Literature; Professor Emeritus Datuk Dr.
Nik Safiah Karim, Prof Emeritus Dato’ Dr. Asmah Haji Omar, Prof. Emeritus Dato’ Dr. Nik
Hassan Shuhaimi Nik Abd. Rahman and Prof. Dato’ Seri Md. Salleh Yaapar.
Among the major milestones achieved in 2014 was the establishment of the secretariat
room for Malaysian Node of the Human Variome Project (MyHVP) and the MyHVP –
USM - Sengenics laboratory. Pictures and an article about the secretariat is featured
in page (6) and on the MyHVP - USM - Sengenics lab is featured on page (6). This laboratory signifies a smart partnership between MyHVP and a public and private institution. It will also boost the genomic profiling activities undertaken by members
of MyHVP.
MyHVP
is
very
honoured
to
be
involved
as
the
co-chair of
the Human Variome Project (HVP) new global initiative, the Global Globin 2020 Challenge or GG2020 Challenge. GG2020 Challenge is an initiative of the HVP aimed at
building medical genetics and genomics capacity, particularly in low-and middle-income
countries. This global initiative will apply recent developments in human genomics involving the systematic collection and sharing of genetic variation data to
fighting haemolytic anaemias with initial focus on Thalassaemia and Sickle cell disease.
The GG2020 Challenge hopes to build an evidence base for an efficient management of
local treatment, care and eventually cure for these diseases by ensuring a sufficient local capacity to deliver services in these countries. By achieving this, it is hoped that the
skills and expertise in genomic medicine is further honed to effectively tackle other
health issues in these countries as well.
I would like to thank the hardworking editorial board members for this third publication
of MyHVP Newsletter. This publication marks the end of a good year for MyHVP and
the hope for greater achievements in 2015.
Thank you.
Prof. Dr. Zilfalil Alwi
Head
Malaysian Node of the Human Variome Project
Health Campus
Universiti Sains Malaysia
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Report on The 5th Biennial Meeting of Human Variome Project An NGO Official Partner of UNESCO
19-23 May 2014, UNESCO Paris
Prepared by Dr. Nik Norliza Nik Hassan (MyHVP member)

T

he 5th Biennial meeting (HVP5) held in UNESCO Headquarters, Paris, France was an important event in the calendar
of the Human Variome Project activities. It brought together researchers and healthcare professionals from the approximately 80 countries represented in the consortium to address many aspects of human genetics, to explore and
share their knowledge on data sharing, interpretation of unknown variants, collaboration between developing and developed countries and much more.
HVP5 meeting was organised around key themes that underpin some of the activities of the Human Variome Project
Consortium. Those themes are:
i.
Assessment of pathogenicity of variants;
ii. Phenotype description;
iii. Translation of variant data into the Clinic (e.g., molecular diagnostics, ethics of clinical research and clinical care)
iv. Databases and data curation,
v. Integration of NGS data;
vi. Capacity building - Education & Training
vii. Ethical, Legal & Social Issues and
viii. Collaboration between developed and developing countries.
I presented a paper entitled ‘A Human Variome Project Country node: taking the HVPA-BioGrid experience as a data
sharing model’. Personally, it was a fruitful and informative meeting where an update on plans, progress and opportunities
for the global collection, curation, interpretation and sharing of genetic variation information were discussed. The meeting
emphasizes the importance of having a standards guidelines and ethical frameworks to enhance the local system for example the development of HVP country node.
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1) Presentation by Dr. Nik Norliza at the 5th biennial meeting of HVP
(HVP5)
2) Delegates of the Paris meeting
2014
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LAMP (Loop Mediated Isothermal Amplification):
User friendly and Cost Effective tool for Molecular Diagnostics
By: Omer F, Atif AB
Faculty of Medicine, Universiti Sultan Zainal Abidin (UniSZA)

After the advancement in nucleic acid research in 21st century, essential research has been conducted to target the
prognostic and diagnostic values of DNA. The challenges include expertise beside basic skills, knowledge and interpretation towards analyzing the type of change in the DNA.
More complex the organization and point of mutation(s) or
variation(s), more sensitive and specific technique is required to identify the changes from cytogenetics’ to the
more extensive intergenetics’, intragenetics’ and molecular
genetics levels’. Sometimes, there is a need to screen the
samples for the identification of subjects and it required not
only the clinical expertise but also lot of laboratory based
analysis. To date, many methods have been advised and
suggested. One of such efficient methods is Loop Mediated
Isothermal Amplification (LAMP). This technique requires
minimum skills with a specific and sensitive output in the
form of positive or negative results by screening a specific
region of interest anywhere in the genome. The reliability of
this technique is based entirely on the designing of its’ primers which are a little bit different from the conventional
Polymerase Chain Reaction (PCR) in terms of their positioning on the 5’ and 3’ strands though the same principle is
being used as for designing of ideal gradient PCR based
primers. The basic differences between the two techniques
are mentioned in below table.

which only involves the two outer primers and the Bst DNA
polymerase enzyme. Loop primers might be involved in the
cyclical step when six primers are used. The steps involved
in conducting the LAMP are reflected in the figure below.

Figure 1. Constituents of the LAMP reaction and steps involved.
The results are visualized in terms of positive or negative or
can be modified for semi quantification via UV absorption
with SYBR Green (figure 2). This technique can open new
horizons for the geneticist at bench for a fast screening and
a rapid diagnostics with even no expertise in molecular diagnostics.

Figure 2. Visualization of results in LAMP.

Table. Differences between LAMP and gradient PCR.
The LAMP involves two basic steps; non cyclic and cyclic.
The Non-cyclical precedes the cyclical phase of the amplification by making use of four primers as well as the Bst
DNA polymerase enzyme with a strand displacement activity, playing a vital role in this first stage of LAMP reaction.
The cyclic step work on the product of the noncyclical step,
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EduVariome Programme At
Sekolah Menengah Dato’ Ahmad Maher (SMKDAM) Kota Bharu
Prepared by: Tengku Nor Diyana Tengku Mahmud
Malaysian Node of the Human Variome Project (MyHVP)

EduVariome Programme
On 1 October 2014, the Malaysian Node of Human Variome Project (MyHVP) organized an Edu Variome Programme at
Sekolah Menengah Dato Ahmad Maher (SMKDAM) with participation of 150 Form 4 students from SMKDAM. SMKDAM was
selected as the first secondary school to organize this programme. The Malaysian Node of Human Variome Project through
the Edu variome Programme provides education and human service professionals with the knowledge, skills, and dispositions to promote health education among student community.

Forum : “Uncovering the Need for Pre-Marital Genetic Screening”
MyHVP in collaboration with SMKDAM conducted a forum entitled ‘Uncovering the Need for Pre-marital Genetic Screening’
which was held at Dewan Tengku Zahid, SMKDAM. Three experienced medical experts were invited as speakers. They are:
(1) Assoc. Prof. Dr. Arifin Nasir from Paediatric Department, USM Health Campus
(2) Dr. Nik Norliza Nik Hassan from School of Health Sciences, USM Health Campus
(3) Dr. Rosnah Bahar from Haematology Department, USM Health Campus
The forum was moderated by Ms. Siti Aishah Meor.
The primary aim of the forum was to develop an understanding on importance of pre-marital genetic screening to the students and how it can affect the future generations. Thalassemia was highlighted in the forum as it is one of the diseases
caused by the genetic disorder which can be inherited by future generation. Thus, genetic screening of future marriage
partners is necessary prior to marriage. It is hoped that through this project, students have gained foundation knowledge
on the importance of genetic screening to make informed decisions in future.

EduVariome Club
In conjunction with the programme, an EduVariome Club for the students and teachers of SMKDAM was launched. This club
aims to connect students and MyHVP secretariats in fostering awareness on importance of pre-marital genetic screening
among club members and the community.
Lastly, the programme has received positive feedback from the students during Q & A session. Students were also able to
answer the quizzes prepared by the MyHVP team successfully at the end of the programme.

EduVariome programme at
Sek. Men. Dato’ Ahmad Maher Kota Bharu
5
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Secretariat of Human Variome Project Malaysian Node & Southeast
Asian Node (MyHVP & SEAHVP)
In April 2014, the Secretariat of MyHVP & SEAHVP officially started its operation in the School of Medical Sciences, Universiti Sains Malaysia (USM). The Human Variome Project Malaysian Node was as a global project in School of Medical Sciences. The MyHVP marks a new chapter in the field of genetics in Malaysia as it will provide a new platform for in sharing data
for the reduction in human disease in the 21st century.
The vision of the MyHVP is to serve as a leading local organization for facilitating the establishment and maintenance of
documented database including defining ethical, legal and social issues for health promotion in genetic related disease. The
Malaysian Node of the HVP also envisions a future regional and international collaboration and sharing of all genetics variations affecting human diseases.

1

2
(1) & (2) The Secretariat of
Human Variome Project Malaysian Node & Southeast
Asian Node (MyHVP &
SEAHVP)
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(3) & (4) USM - MyHVP - Sengencis Sdn. Bhd. Laboratory is
still under construction. It is
expected to be fully operational by the end of 2015.

Continued from page 1:
The official launching ceremony was by Miss Siti Aishah Meor Zul Kefli’Auni and a Dikir Barat group from SR Islah was invited to perform
at the event. In his opening ceremony speech, the Honourable Professor Dato’ Muhamad Jantan stated that the Malays need to understand their self origin in order to protect, improve as well as to benefit from the development and its future. He also congratulated all parties who helped to make this event happen.
The keynote speech for the seminar was given by Professor Emeritus Datuk Dr Nik Safiah Karim, who was the Karyawan Tamu ati Akademi Pengajian Melayu, Universiti Malaya. She presented a keynote entitled “Kecemerlangan Tamadun Lampau Asas Pembinaan Masa
Depan Negara Malaysia” which discusses the glory of past civilizations as building blocks for the future development of Malaysia.
The first symposium proceeded after the end of the first keynote speech. The symposium with the theme, “Sejarah, Bahasa & Arkeologi” (History, Language & Archeology) was chaired by Dr Nik Norliza NikHassan, a lecturer in Pusat Pengajian Sains Kesihatan USM. Professor Dato’ Mokhtar Saidin presented two papers entitled “Bukti Asal-usul Melayu berdasarkan kajian arkeologi di Sungai Batu, Lembah
Bujang, Kedah” or the Evidence of the Malay Origin Based on Archelogical Research in Sungai Batu, Lembah Bujang, Kedah”.
The second presenter was Professor Emeritus Dr Asmah Haji Omar who explored the discovery of the origin of the Malay Language
through her paper entitled gave an interesting explanation on the question, “Sejauh Manakah Kita Hendak Mencari Asal Usul Bahasa Melayu?”
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Aggression Profiles of Malaysian Male Prisoners Convicted of
Murder: A Summary
Mohammad Rahim Kamaluddin and Geshina Ayu Mat Saat
Forensic Science Programme, School of Health Sciences, Health Campus, Universiti Sains Malaysia, 16150 Kubang Kerian, Kelantan, Malaysia.
Contact details: rahim_1903@yahoo.com.my

Introduction: Violent crimes like murders and homicides have
become a prominent concern within public and criminal justice system. In Malaysia, there is little evidence of research into this area.
This is surprising given the degree of violence perpetrated against
victims, the consequences of murder to the victim's family and
friends, and the attention given by the mass media. In order to address this gap in research, the this present study focuses on exploring the traits of aggression of Malaysian male prisoners convicted of
murder by utilizing the Buss and Perry’s Four Structure Aggression
Model. This is largely due to the evidence of traits of aggression as
basic characteristics of violent crimes like murder. Methods: An observational cross-sectional methodology was adapted as a research
design of the present study. Guided self-administered questionnaires
were distributed among 71 Malaysian male prisoners convicted of
murder using purposive sampling method. The purposive method
was chosen largely due to the level of dangers posed by the inmates
themselves and of prison safety concerns. The aggression profiles
were assessed using a validated Aggression Questionnaire-12 items
(AQ-12) in Malay language. This instrument contains items that
measure a respondent’s self-perceived levels of aggression: Physical
Aggression, Verbal Aggression, Anger, and Hostility. The descriptive
statistic using mean scores was employed to identify the descriptive
aggression profiles while bivariate analyses to ascertain associations
among aggression subscales. Results: The aggression profiles indicated that the mean score of Anger (8.10, SD = 2.93) was higher than
other form of aggression trait. The least mean score was noted for
Verbal Aggression (6.24, SD = 2.45). Among the respondents, 54.9%
of them scored above the mean score (8.10) for Anger subscale. This
was followed by 52.1% who scored above the mean score (7.77) for
Physical Aggression subscale. The least prevalent trait was observed
for Verbal Aggression. Here, 40.8% of the samples obtained score
equal or above the mean score of Verbal Aggression. Correlations

What ‘LRRK’s beneath the cause
of Parkinson’s disease?
Aroma Agape Gopalai
Parkinson’s Disease Genetics Research lab, Department of Biomedical Science, Faculty of Medicine, University of Malaya, 50603 Kuala Lumpur Malaysia

Genetics has come a long way from the early seedlings of Gregor Mendel to elegant studies of Craig Mello and Andrew Fire. But there are still
questions that we cannot readily answer when it comes to understanding
certain diseases, especially neurological ones. Take for example, Parkinson’s disease (PD) – why do some older people develop this disease
while others don’t? Have these individuals been exposed to some environmental factors that trigger the neurodegeneration? Do these individuals carry variants in their DNA that make them more susceptible to developing the disease as they age? My PhD has been focused on trying to
answer these questions and to identify where these ‘risk’ loci are in the
DNA. To do this, I collaborate with many clinicians across Malaysia, in
particular Professor Dr. Lim Shen Yang, Professor Dr. Norlinah Ibrahim,
Dr. Lim Thien Thien, Dr. Zariah Abdul Aziz and geneticists such as Dr.
Azlina Ahmad Annuar.
It’s known from genetic studies in PD families that this disease has a
substantial genetic component, and in fact, there are currently more than
16 loci and 11 genes linked to PD. Among them, the Leucine-rich repeat
kinase 2 (LRRK2) gene is of particular interest as several variants in LRRK2 such as R1441C, G2019S and I2020T, have been well established as

among all the aggression subscales indicated positive and significant
associations. The highest value of correlation was observed for two
pairs: Physical Aggression – anger (r = 0.54, p<0.001) and Verbal Aggression – anger (r = 0.54, p<0.001). This was followed by Physical
Aggression – Verbal Aggression pair (r = 0.45, p<0.001). The least
correlation value was noted for Anger and Hostility pair (r = 0.24,
p<0.05). Discussion: Collectively, the descriptive results suggest that
Malaysian murderers have high tendency to exhibit anger and physical aggression characteristics compared to verbal aggression and
hostile behaviour. In addition, the mean scores are important as it
may serve as cutting point for other studies. The differences in mean
scores among subscales are important distinction in aggression profiles of Malaysian male murderers. The correlations seem to suggest
that an exhibition of one aggression trait is likely to lead to exhibition of other forms of aggression traits, at least in the Malaysian
context. Limitations and conclusion: The present study had several
limitations. Since the present study recruited the respondents using
purposive sampling method, the results cannot be generalised to the
overall population of Malaysian male prisoners who convicted of
murder. Another limitation of the present study is the nature of this
study. The present study relies heavily on self-reported information
from the respondents themselves. Therefore, the result of the present research must be interpreted with acknowledged limitations. In
conclusion, this ground-breaking study among male murderers has
successfully explored aggression profile using AQ-12. The present
study may act as platform to inspire future researches in this field.
Keywords: Aggression, crime, criminal behaviour, male prisoners,
Malaysia, murder

risk factors for PD. An interesting discovery by several groups suggests
that variants within the gene appear to show ethnic-specific inheritance,
whereby the causal gene may be common throughout different populations, but the causal variant may be specific to particular ethnicities. For
example, the G2019S variant is prevalent among the Ashkenazi Jews and
North African Arabs, but it is absent in Asian populations (Chinese, Indian, Korean, and Japanese, and including our Malaysian population). In
contrast, we have found that in Malaysia, the Malay and Chinese PD
population shares the same risk alleles (G2385R and R1628P) as other
Asian cohorts, while both variants are absent in the Indians. We estimate
that these variants increase the risk of developing PD by two-fold
(G2385R) and 1.5-fold (R1628P) in our Malay and Chinese populations.
Our work has refuted recent claims of a third ‘Asian’ LRRK2 risk variant
(A419V), as its frequency in the population is too low to represent a real
common risk. Key findings from our study have been of two variants
(N551K and R1398H) which point to a possible protective effect (i.e. individuals with these variants were less likely to develop PD). We hope
that by understanding the alterations in the function of the LRRK2 protein harbouring these variants, we can begin to engage in a pharmacogenomics-style clinical approach to better formulate therapeutic
pathways suited to an individual’s genetic make-up.
There are many questions still to be answered, and our duty as scientists
lie in seeking out answers to these questions, for patients who live with
this devastating disease and for their families who care for them, with
the hope of more effective risk prediction and management of this disease.
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Upcoming Events

August 12-13 2015

Hari Genetik 2015

11th Asia Pacific Conference on Human Genetics

Sekolah Seri Puteri
Persiaran Tasik
6300 Cyber jaya, Malaysia
May 24, 2015

16 - 19 September 2015
Hanoi, Vietnam

11th Malaysia Genetics Congress 2015
Perdana University
Serdang, Malaysia

Among the events in 2014:

1

5

2
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(1)

3

Meeting with YB Dato' Mohd Fauzi bin Che Mamat, Kelantan
State Secretary at his office.
(2) Participants of the Origin of the Malays Seminar 2014
(3) Professor Emeritus Datuk Dr Nik Safiah Karim presented a
keynote entitled “Kecemerlangan Tamadun Lampau Asas
Pembinaan Masa Depan Negara Malaysia” during the Origin
of the Malays Seminar 2014
(4) EduVariome Programme at SMK Dato' Ahmad Maher: A forum entitled "Bisakah Dia Nikahi Aku?: Merangkumi Keperluan Saringan DNA pra Perkahwinan".
(5) EduVariome Programme at SMK Dato' Ahmad Maher: A quiz
conducted by MyHVP Thalassemia team
(6) A staff birthday celebration at the Secretariat Office of
MyHVP

4
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